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BETWEEN BASE SEQUENCE IN GENES 
<160>4 
<210>1 
<211>1009 
<212>DNA 

<213>Rhodospirillum salexigens 

<220> 

<221>rRNA 

<222>(50),(51),(63),(463),(468),(574),(687),(806),(853),(854),(888) 

,(889),(966) 

<223>unknown 

<400> 

1 gctcagaacg aacgctggcg gcaggcctaa cacatgcaag tcgagcgcan nccttcgggg 
61 gtnagcggcg gacgggtgag taacgcgtgg gaacctgctc agggctctgg gataactgct 
121 ggaaacggca gctaataccg gatacgccgt attgggaaag aaattcggcc ttggatgggc 
181 ccgcgttgga ttagctagat ggtggggtaa cggcctacca tggcgacgat ccatagctgg 
241 tttgagagga tgatcagcca cactgggact gagacacggc ccagactcct acgggaggca 
.301 gcagtgggga atcttagaca atgggggcaa ccctgatcta gccatgccgc gtgagtgatg 
361 aaggccttag ggttgtaaag ctctttcagc agggaagata atgactgtac ctgcagaaga 
421 agctccggct aactccgtgc cagcagccgc ggtaatacgg agngggcnag cgttgttcgg 
481 aattactggg cgtaaagcgc gcgtaggcgg atcggtcagt tgggggtgaa agcccggggc 
541 tcaacctcgg aactgccctc aaaactaccg atcnagagtt cgggagaggt aagcggaatt 



601 cccagtgtag aggtgaaatt cgtagatatt gggaagaaca ccagtggcga aggcggctta 
661 ctggaccgat actgacgctg aggtgcnaaa gcgtggggag caaacaggat tagataccct 
721 ggtagtccac gccgtaaacg atgggtgcta gatgtcgggg ctcttagagt ttcggtatcg 
781 cagctaacgc attaagcacc ccgccngggg agtacggccg caaggttaaa actcaaagga 
841 attgacgggg gcnngcacaa gcggtggagc atgtggttta attcgaanna acgcgcagaa 
901 ccttaccagc tcttgacatc ccgggacgac ttccagagat ggattttttc acttcggtga 
961 cccggngaca ggtgctgcat ggctgtcgtc agctcgtgtc gtgagatgt 

<210>2 

<211>1490 

<212>DNA 

<213>Rhodospirillum salexigens 

<220> 

<221>rRNA 

<222>(1),(72),(73),(85),(485),(490),(596),(709),(828),(875) 5 (876),( 

910),(911),(988),(1045),(1332),(1333) 5 (1408),(1437)-(H42),(1451H1475) 

<223>unknown 

<400> 

1 ncaacatgag agtttgatcc tggctcagaa cgaacgctgg cggcaggcct aacacatgca 
61 agtcgagcgc annccttcgg gggtnagcgg cggacgggtg agtaacgcgt gggaacctgc 
121 tcagggctct gggataactg ctggaaacgg cagctaatac cggatacgcc gtattgggaa 
181 agaaattcgg ccttggatgg gcccgcgttg gattagctag atggtggggt aacggcctac 
241 catggcgacg atccatagct ggtttgagag gatgatcagc cacactggga ctgagacacg 
301 gcccagactc ctacgggagg cagcagtggg gaatcttaga caatgggggc aaccctgatc 
361 tagccatgcc gcgtgagtga tgaaggcctt agggttgtaa agctctttca gcagggaaga 



421 taatgactgt acctgcagaa gaagctccgg ctaactccgt gccagcagcc gcggtaatac 
481 ggagngggcn agcgttgttc ggaattactg ggcgtaaagc gcgcgtaggc ggatcggtca 
541 gttgggggtg aaagcccggg gctcaacctc ggaactgccc tcaaaactac cgatcnagag 
601 ttcgggagag gtaagcggaa ttcccagtgt agaggtgaaa ttcgtagata ttgggaagaa 
661 caccagtggc gaaggcggct tactggaccg atactgacgc tgaggtgcna aagcgtgggg 
721 agcaaacagg attagatacc ctggtagtcc acgccgtaaa cgatgggtgc tagatgtcgg 
781 ggctcttaga gtttcggtat cgcagctaac gcattaagca ccccgccngg ggagtacggc 
841 cgcaaggtta aaactcaaag gaattgacgg gggcnngcac aagcggtgga gcatgtggtt 
901 taattcgaan naacgcgcag aaccttacca gctcttgaca tcccgggacg acttccagag 
961 atggattttt tcacttcggt gacccggnga caggtgctgc atggctgtcg tcagctcgtg 
1021 tcgtgagatg ttgggttaag tcccncaacg agcgcaaccc tcgcccttag ttgccagcat 
1081 ttggttgggg actctaaggg aactgccggt gataagccgg aggaaggtgg ggatgacgtc 
1141 aagtcctcat ggcccttatg ggctgggcta cacacgtgct acaatggcgg tgacagaggg 
1201 cagcgagcct gcgagggtga gcgaatctct aaaagccgtc tcagttcgga ttgttctctg 
1261 caactcgaga gcatgaaggt ggaatcgcta gtaatcgcgg atcagcatgc cgcggtgaat 
1321 acgttcccgg gnnttgtaca caccgcccgt cacaccatgg gagttggttt gacccgaaga 
1381 cggtgagcta acccgaaagg ggggcagncg gccacggtca ggtcagcgac tggggtnnnn 
1441 nngtaacaag nnnnnnnnnn nnrmnnnnnn nnnnngatca cctcctttct 

<210>3 

<211>19 

<212>DNA 

<213>Artificial Sequence 
<220> 

<223>Artificial Sequence 



<400> 

1 gctcagattg aactcggcg 

<210>4 

<211>16 

<212>DNA 

<213>Artificial Sequence 
<220> 

<223>Artificial Sequence 
<400> 

1 acatttcaca acacgagctg 



